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The punchline

* Wastewater provides real-time
information on SARS-CoV-2 prevalence in
the community

* Sequencing wastewater can be used to
identify SARS-CoV-2 strains that are
circulating in a community
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Wastewater captures a snapshot of
community spread
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Case counts

SARS-CoV-2 surveillance in Bozeman, MT
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Cross-correlation analysis

1.0 :
__ 05 E
X 5
€ 00 E
U) .
0.5 :
1.0
S 1.0F ' ' ' ' i
T 0.8F E
S 06F x
(@] - .
Q 04F :
4 02 ]
O 0.0'- 2 " . . . -
-15 -10 -5 0 5 10 15

X Offset Between Red & Blue



Wastewater surveillance is the earliest real-time measure of SARS-CoV-2 prevalence
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Wastewater surveillance is a real-time measure of
SARS-CoV-2 prevalence in the community

covip-19 | Community Wastewater
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Phylogenetic analysis of SARS-CoV-2 sequence isolated
from wastewater
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Local SARS-CoV-2 surveillance identifies variant
that reoccurs around the globe.
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There is no standard method for concentrating SARS-CoV-2 from the wastewater!
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Detection & quantification of
Wastewater treatment plant SARS-CoV-2 in wastewater SARS-CoV-2 RNA

https://medicalxpress.com/news/2020-08-sars-cov-rna-untreated-wastewater-louisiana.htmi



Methods to concentrate SARS-CoV-2 from wastewater

'Sampling || Viral concetration || Detection

24h composite RNA extraction &
wastewater sample RT-gPCR

Adapted from Rusinol et al., 2020 and Ahmed et al., 2020



PEG precipitation and ultrafiltration performed better

24h composite
wastewater sample
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Pasteurization does not significantly reduce detected viral titers.

24h composite
wastewater sample
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PEG precipitation and ultrafiltration show moderate to high correlation

24h composite
wastewater sample
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We compared two methods over the course of 20 days
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